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1.1 



Input Set: 



Output Set: 



Started: 2007-06-08 18:48:22.264 

Finished: 2 007-06-08 18:48:22.813 

Elapsed: 0 hr(s) 0 min(s) 0 sec(s) 549 ms 

Total Warnings : 8 

Total Errors: 3 

No. of SeqIDs Defined: 8 
Actual SeqID Count : 8 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (1) 

E 257 Invalid sequence data feature in <221> in SEQ ID (1) 

W 213 Artificial or Unknown found in <213> in SEQ ID (2) 

E 257 Invalid sequence data feature in <221> in SEQ ID (2) 

W 213 Artificial or Unknown found in <213> in SEQ ID (3) 

W 213 Artificial or Unknown found in <213> in SEQ ID (4) 

W 213 Artificial or Unknown found in <213> in SEQ ID (5) 

W 213 Artificial or Unknown found in <213> in SEQ ID (6) 

W 213 Artificial or Unknown found in <213> in SEQ ID (7) 

W 213 Artificial or Unknown found in <213> in SEQ ID (8) 

E 257 Invalid sequence data feature in <221> in SEQ ID (8) 



SEQUENCE LISTING 



<110> 



Pierce Biotechnology, Inc. 
Savage, M. Dean 



<120> 



Homogeneous Assay for Enzymatic Activity 



<130> 



FPRCB-05 



<140> 



US 10/517, 758 



<141> 



2005-10-14 



<160> 8 

<170> Patentln version 3.3 

<210> 1 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<22 3> PHOSPHORYLATION 

<400> 1 

Leu Arg Arg Ala Ser Leu Gly 
1 5 



<210> 2 

<211> 22 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 

<220> 

<221> MOD_RES 

<222> (21) . . (21) 

<22 3> PHOSPHORYLATION 

<400> 2 

Ala Gly Leu Ala Arg Ala Gly Leu Ala Leu Ala Arg Leu Ala Leu Ala 
15 10 15 



Leu Arg Arg Ala Ser Leu 



20 



<210> 3 

<211> 11 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 
<400> 3 

Glu Lys Arg Pro Ser Gin Arg Ser Lys Tyr Leu 
15 10 



<210> 4 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 
<400> 4 

Pro Leu Ser Arg Thr Leu Ser Val Ala Ala Lys Lys 
15 10 



<210> 5 

<211> 13 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 
<400> 5 

Arg Phe Ala Arg Lys Gly Ser Leu Arg Gin Lys Asn Val 
15 10 



<210> 6 

<211> 7 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 

<400> 6 



Leu Arg Arg Ala Ser Leu Gly 
1 5 



<210> 7 

<211> 15 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 
<400> 7 

Lys Val Glu Lys lie Gly Glu Gly Thr Tyr Gly Val Val Tyr Lys 
15 10 15 



<210> 8 

<211> 15 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 

<220> 

<221> MOD_RES 

<222> (10) . . (10) 

<22 3> PHOSPHORYLATION 

<400> 8 



Lys Val Glu Lys lie Gly Glu Gly Thr Tyr Gly Val Val Tyr Lys 
15 10 15 



